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FIGURE 3 



Su Ta3GCTGflGCT<X5GCT<KGCTGGGCTGGGCTGaGCGGt3TC 577 
J , llllllllllllllllll 

1S~15 TGGGCTGAGCTGGGCTGGTGGAAGGCAGGACGAGCAGGGG 

nil tiiiifiiii ^ 

5^2 CAGCCACAGGTGAGCAGGCCCSTGACXZAG-ACGftGCAGGGA 2292 
Su CTAaCAGGCTGfU4.CTGGGCTGA<Kn^3a3tGCTG^^ 409 

Miinmniiiiiifiii 

41-44 CTAACAGGCTGAACTGGGCTGOCAGGAGCTGGGTAGTTGC 

«^ iiiiiniiiiiiiiimii 

5YZ TCACTCAGCTCCTAGATTTTGGCAGGAGCTGGGTAGTTGC2454 



Sll TTGAACTGGGTTGAGCTGAGCTGAGCTGAGCTGGGCTAAG 452 

liiiiiiiimiitiiiiii 

16-16 TTGAACTGGGTTGAGCTGAGCAGAGCAGRGGCCACTGAGG 

_ ^ iiiiiiiiiiiiiiimiin 

SyZ CGTTCACGGAGCTGACCCAGCAGAGCAGAGGCCaCTGAGa 1263 
S}t TGGGCIWGCTGAGC-GGTCTAGCGGGCTGAGCTGAGCTG 597 

„ miiiiiiiiiiii nil 

41-27 TGGGCTGGGCTGAGCGGGTCAGCCTCCTGGTGCCGGGAAG 

inmiiiiiiiii nm 

GGCTGGTGAAAGTGCAGTGCAGCCTGCTGGTGCCAGGAAG 2512 



Sy2 AGGGAGCTGACCCAGCAGAGCAGAGGCCACTGAGGAGCTG I310 Sy2 

.o iiiiiiiiiiniiiiiiiii ' 

38-41 AGGGAGCTGACCCAGCAGAGCTGAGCGGGGCCGAGCGGGG 38-45 

su. iiiiiiiiiiiimi III „, _ 

^M- CTAGGCTGGGCTGGGCTGGGCTGAGCGGGGCTGAGC-GGG 817 bjl 



CAGGAGGGTGGAAGCCAAGGAGCCCAGAGGCAGAGGCAGG 1061 

illiitltilllltllitii 

CAGGAGGGTGGAAGCCAAGGTGAACTAGGGTGAGCTGGGC 

Mi iiiiiiiiiiiiiiiiint 

TGGGCTGGGCTGAGCTAAGCTGAACTAGGGTGAGCTGGGC 1455 



Sy2 CAGGGGAGGCACAGGGGCTAGGCTCAGAGCCACCTGATGG 1103 

iiniiiiiiiiiiitiiiiii 

39-42 CAGGGGAgGCAC A GGGGCTAGGACCTGGACTGGGCTGAGC 3S-4& 

tfiiijiiiiiiiiiini ^ 

Sft TGGTTTGGGCTGAGTTGAGCTGACCTGGACTGGGCTGAGC 1506 Su 



TCCAGGGAGGCCCAGAAAGGCCCAGAGTGCAGCAGGCCTG 1237 

iinifif niiiiiiiKt 

TCCAGGGAGGCCCAGAAAGGAACCTGGGCTGGGCTGAGCT 

iilllllllMIIIIIIIII 

AGCCGAGGCTGGGCTGGGCTAACCTGGGCTGGGCTGAGCT 13 96 



Six V- GCTGGGCTGGGCTGAGCTGGGCTGAGCTGGGCTGAGCAAG 638 Su. 

I f M n I f I M 1 1 n 1 1 m / 

40-4^ GCTGGGCTGAGCTGAGcrGGGGCCCCACCAAATTCCAGer 40-45 

rryp lillillllllilllllll 

CE>2 , TCATG2^GAAAGGGGCCGGAAGCCCCACCAAATTCCAGCT 821 CD2 



TGAGCTGAGCTGGGCTGGGCTGAGCTGGGCTGGGCTGGGC 562 

iiMintttiinini}]} 

TGAGCTGAGCTGGGCTGGGCTTCGTCCCCCGCCTCCTGGA 

tiiiiiMifiiniitii 

TCGTTCCCAGGCACCTAGTCATCGTCCCCCGCCTCCTGGA 914 
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FIGURE 10 
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